Page 1 of 5 



OIPE 



c--> 
c--> 



EAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/705 



,500 



DATE: 11/21/2000 
TIME: 17:22:45 



<I20> 



<151> 
<160> 
<170> 
<2iO> 
<211> 
<212> 



Input So.t : A:\Dex-871.app 

output Set; N:\CRF3\11212O0O\I7O5500.raw 



<110> APPLICANT: Ht^cipon, Herve 
Macina, Roberto A. 
Clmri , Sei -Yii 
Sua, Yonqminq 

TTTLE OF INVENTION: A Novel 
Imaging and Treating Cancer 
FILE REFERENCE: DEX-0087 
<140> CURRENT APPLICATION NUMBER: US/09/705 
<141> CURRENT FILING DATE: 2000-11-03 
<150> PRIOR APPLICATION NUMBER: 60/16 3,444 
PRIOk FILINC; DATE: 1999-11-04 
NUMBER OF SEO ID NOS : 5 
SOFTWARE: Paten Lin Ver. 2.1 
SEQ ID NO: 1 
LENGTH: 50 3 
TYPE: DNA 
<213> ORGANISM: ,Honio sapiens 
<4a0> SEQUENCE: 1 

ctatatatqt aticracaata catatatcta cacatacaga 
ttgctagttt tttqcrtctc tttrccccac rctactrcct 
caaaqcttcq tctLqtqttt qctqcaqagt gattcggggq 
tgattcttct cttqtqattt qgttgcactt tagacatttt 
atgtatttat aatttaaotg atatttaggt ttttggctga 
catatctgqt atatqtcatL atttatt.gtt aaattacatt 
aaaggtcatq aaocatatca tqqtaatqac aqatgcaagt 
ataattaaag atqccatago at.aatatgaa gcctttggtg 
taataataaa qtqt.tacgtr, tt:a 
<2i0> SEO ID NO: 2 
<211> LENGTH: 3762 
<212> TYPE: DNA 
<2i3> ORGANISM: Homo sapiens 
<4 00> SEQUENCE: 2 

ggtggcagca gcagc.itcac acgtaacaac aacaaaaaaa 
ctaagctttc agtqlatcca qatccacatc ttcactcaag 
^'iJSiyyygcag gaaaaaaada aaacccaaoa acttagcgga 
aaaactcagc agt get. Let q gtqctggtga tcagtqcttc 
agaatgactc tg t.qtiMccrc ayqaacitccc gagtggcggc 
ttcgttgcct caatvigLqcL ctacaggtcg gctgcggggc 
ccacctgtga cacagatggg atgtatqaca tctgtaaatc 
aatttgacac Lcagggaaaa gcaLUcgLca aagagagcLL 
tcacctccaa ggt.ct t.cctc occattcgga ggtgcLccac 
aggLgcagga aqcigtqrjtac aqcaagctga atgLytgcag 
aagccatcac tgnggtcgtc r-aqotgccca atcacrtcLr 
Ltgtccgaag cctg^:^ gga<"i Lgtgatgaag ac.iragtcag 
tggaqaaaat Lgggcctaac atqgccagcc LcLLccacaL 
cccaaacaca cccacgagrt gacttcaaca ggagacgcac 
aagtcctcct cagyaacctc cgaggtgagg aqgactctcc 



Method of Diagnosing, Monitoring, Staging, 



500 



aagaagcagt 
ccaattcccc 
ctgacctaga 
tgtgccatta 
gtactggaat 
tttaagctcc 
tattttattt 
aattccttct 



tctcacaatg 60 
cttaaacttc 120 
ccagtttgca 180 
tatttgcatt 24 0 



aaacagtgag 
atgtgcatat 
gcttattttt 
aagataaaaa 4B0 
503 



300 
360 
420 



aatccLc^tc 
ccaggagagg 
aacttctcag 
Lgcaacccat 
tcaaaactca 
ttttgcatgc 
cttct tgtac 
aaaatgcatc 
tttccaaagg 
caLcyccaag 
caacagatac 
racaatcaga 
cctgcagaca 
CMo tyagccg 
ctcccacatc 



aaa tcctcac 
gaaagaqgaa 
agaatgctcc 
gaqgcggagc 
gctgaagtgg 
ctggaaaact 
aqcgctgcta 
gccaacgggg 
atgattgctg 
cggaacccLg 
tataacagac 
gacagcctga 
gaccactgtg 
cagaagctga 
aaacgcacat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

84 0 

900 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/705,500 



DATE: 11/21/2000 
TIME: 17:22:45 



Input Set : Aj\Dex-871.app 

Output Set: Ni\CRF3\11212000\l705500.raw 



61 
62 
63 
64 
65 
66 
67 
66 
69 
70 
71 
72 
73 
74 
75 
76 
77 
78 
79 
80 
81 
82 
83 
- 84 
W--> 85 
W--> 86 
•B7 
88 
89 
.90 
91 

W--> 92 
W--> 93 

94 
95 
96 
97 

W--> 9 8 
W--> 99 

100' 
101 
102 
103 
104 
105 
106 
107 
108 
111 



cccatgagag 
taggggtgtt 
ttcctatttt 
cccaacattc 
cctcaggaga 
tgagaccacc 
gtggatccct 
tgcatgtctt 
ccatggacga 
ggtcttgatc 
ggctgtccaa 
acatctttac 
accagagaat 
ataaattcca 
tttagttttg 
ccagatatcc 
tttaattcaa 
atctgaagga ' 
ttgacttaga 
aaagagcacc 
agtggcagtt 

gggtgggaga 

tccgggggac 
ttctcttaca 
a ^ct ctqtaq 
nimnnfctgg*^ 



aacgactaac 
agtcccttat 
aggggtagga 
tctcactagg 
gagagggcac 
cc^gtaacgt 
toimd caaaca' 
taagggcatt 
ccttagcctc 
acacttccca 
gtgttgtgtc 
aagtattcct 
^tg^tttt£ 
cacgatgata' 
ttctcacaat 
ccttaaactt 
accagtttgc 
atatttgcat 
taaacagtga 
catgtgcata 
tgcttatttt 
taagataaaa 
<210> SEQ 



tgcataacca 
gacacaccag 
ctatccccct 
tgcaatggca 
aagtaccctc 
cccaaacaca 
ttagaacggt 
aaatgctcat 
atatgaatgt 
ctccaatgtc 
ccagactttg 
gtactgtaac 
cttaaggtct 
gaggactctg 
taacLtagct 
acataaatgc 
cdtcaaaact 
ccccaqgtaa 
cctatactga 
ctatqggctt 
ctttactcgt 
ctttccatta 
ttggg<jctga 
ttttcgtcct 
gatcgtaaaa 
ggttgatcat 
ctatctatga 
gagcgtcact 
ctgcaggggc 
ctaaactcaa 
atctccagaa 
gctgctcaag 
ttgctgcctt 
tttatactca 
ttggaaatca 
cccccaggca 
cattttgcaa 
a^caaatttc 
Qtttttttgg 
tctatatatg 
gttgctagtt 
ccaaaqcttc 
atqattcttc 
tatgr.attta 
gcatatctqg 
tadaggttat 
tataattaaa 
ataa taataa 
ID NO: 3 



gggagaggtt attcacaacc tcaccaaact agtatcattt 960 
ttttgagtgt actgtgcctg gtttgatttt tttaaagtag 1020 
taaagaaaat tgcatgaaac taggcttctg taatcaatat 1080 
gcattcccac caacaaaatc catgtgacca ttctgcctct 114 0 
ttttaccaac ttcctctgcc atgtttttcc cctgctcccc 1200 
aaacattcat gtaactctcc agccattgta atttgaagat 1260 
tgccccagta gagttagctg ataaggaaac tttatttaaa 1320 
aaagatgtta aatggaattc gtgttatgaa tctgtgctgg 1380 
cacatttgaa ttcttgatct ctaatgagct agtgtcttat 1440 
taattttctt tccgacacat ttaccaaatt gcttgagcct 1500 
agcctgcatc ttcttgcatc taatgaaaaa caaaaagcta 1560 
tgctcagagc tttaaaagta tctttaacaa ttgtcttaaa 1620 
aactgtggaa tataaatagc tqaaaactaa tgtactgtac 1680 
cttaaacaaa gcagtatata ataactttat tgcatataga 1740 
ttatttttct tttcctggga atggaataac tatctcactt .1800 
tccttgtggc cttttttata actaaggggg tagaagtagt 1860 
taagatgggc ctgtatgaga caggaaaaac caacaggttt 1920 
gatgttaatc tcccagccca cctcaaccca gaggctactc 1980 
aagatctctg tcacatccaa ctggaaattc caggaaccaa 2040 
ggaccactta cagtgtgata aggcctacta tacattagga 2100 
cccctttcat cggtgcctgg tactctggca aatgatgatg 2160 
aatcaatcag gaatgagtca atcagccttt aggtctttag 2220 
gagagtataa ataaccctgg gctgtccagc cttaatagac 2280 
qtagcacq ct gcctgccaaa gtagtcctgg c a gctgga cc 2340 
aaai-agaaAA^ nnnnnnnnnn nnnn nnnnnn DnTinnTrnnnrir3 24 00 
ttctgccatg* dLy LLl^clliaa ^at^gcgacc acca^^ica 2460 
acaacagtag tttctcaggg tcactgtcct tgaact^aac 2520 
ycccaccaaa ggtcaatgtc aagagaggaa gagagggagg 2580 
cactccaaac tcgcttaggt agaaactatt ggtgcttgac 2640 
gatttgacca aatcgagtga tagggatcct ggtgggagga 2700 

aaatgaaaag '^^^f -;^taaa arr^t taaaa 27fiQ 

gaccaagagc aatti£mnnnn nTinnnn minn nnDnnnnniii^ g820 
tgtccccaca cagccU^Lau yuy C^iiLgac atcagattgt 2880 
gaactgtccc atccccaggt ccccaaactt atggacactg 2940 
ggtagaccat attctaagtt agactcttcc cctccctccc 3000 
aggctgactt ctctgaatca gaaaagctat taaagtttgt 3060 
acccaactaa gccaggaccc caatgcgac_a,"agtagttcat 3120 
tctctttctt cagttcagta gatttccttt tttctt^ct 3180 
ctgtgacctc ttcaaaccgt ggtacccccc cttttcTccc 3240 
tatctacaat acatatatct acacatacag aaagaagcag 3300 
ttttgcttct ctttccccca ccctactccc tccaattccc 3360 
gtcttgtgtt tgctgcagag tgattcgggg gctgacctag 3420 
tcttgtgatt tggttgcact ttagacattt ttgtgccatt 34 80 
taatttaaat gatatttagg tttttggctg agtactggaa 3540 
tatatgtcat tatttattgt taaattacat ttttaagctc 3600 
gaaacatatc atggtaatga cagatgcaag ttattttatt 3660 
gatgccatag cataatatga agcctttggt gaattccttc 3720 
agtgttacgt tttattggtt tc 3762 



in 
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m 
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RAW SEQUENCE LISTING ' DATE: 11/21/2000 

PATENT APPLICATION: US/09/705,500 TIME: 17:22:45 



Input Set : A:\Dex-871, app 

Output Set: H:\CRF3\11212000\l705500.raw 



112 


<211> LENGTH: 247 
























113 


<212> TYPE: PRT 
























114 


<213> ORGANISM: Homo sapiens 


















116 


<400> SEQUENCE: 3 
























117 


Met Leu Gin Asn Ser 


Ala 


Val 


Leu 


Leu 


val 


Leu 


Val 


He 


Ser 


Ala 


Ser 


118 


1 - 5 










10 










15 




120 


Ala Thr His Glu Ala 


Glu 


Gin 


Asn 


Asp 


Ser 


val 


Ser 


Pro 


Arg 


Lys 


Ser 


121 


20 








25 










30 






123 


Arg Val Ala Ala Gin 


Asn 


Ser 


Ala 


Glu 


Val 


Val 


Arg 


Cys 


Leu 


Asn 


Ser 


124 


35 






40 










45 








126 


Ala Leu Gin val Gly 


Cys 


Gly 


Ala 


Phe 


Ala 


Cys 


Leu 


Glu 


Asn 


Ser 


Thr 


127 


50 




55 










60 










129 


Cys Asp Thr Asp Gly 


Met 


Tyr 


Asp 


He 


Cys 


Lys 


Ser 


Phe 


Leu 


Tyr 


Ser 


130 


65 


70 










75 










80 


132 


Ala Ala Lys Phe Asp 


Thr 


Gin 


Gly 


Lys 


Ala 


Phe 


Val 


Lys 


Glu 


Ser 


Leu 


133 


85 










90 










95 




135 


Lys Cys lie Ala Asn 


Gly 


val 


Thr 


Ser 


Lys 


Val 


Phe 


Leu 


Ala 


He 


Arg 


136 


100 








10 5 










HO 






138 


Arg Cys Ser Thr Phe 


Gin 


Arg 


Met 


He 


Ala 


Glu 


Val 


Gin 


Glu 


Glu 


Cys 


139 


115 






120 










125 








141 


Tyr Ser Lys Leu Asn 


val 


Cys 


Ser 


He 


Ala 


Lys 


Arg 


Asn 


Fro 


Glu 


Ala 


142 


130 




135 










140 










144 


He Thr Glu Vai- Val 


Gin 


Leu 


Pro 


Asn 


His 


Phe 


Ser 


Asn 


Arg 


Tyr 


Tyr 


145 


145 


150 










155 










160 


147 


Asn Arg Leu Val Arg 


Ser 


Leu 


Leu 


Glu 


Cys 


Asp 


Glu 


Asp 


Thr 


Val 


Ser 


148 


165 










170 










175 




• 

150 


Thr He Arg Asp Ser 


Leu 


Met 


Glu 


Lys 


He Gly 


Pro 


Asn 


Met 


Ala 


Ser 


151 


ISO 








185 










190 






153 


Leu Phe His He Leu 


Gin 


Thr 


Asp 


His 


Cys 


Ala 


Gin 


Thr 


His 


Pro 


Arg 


154 


195 






200 










205 








156 


Ala Asp Phe Asn Arg 


Arg 


Arg 


Thr 


Asn 


Glu 


Pro 


Gin 


Lys 


Leu 


Lys 


Vai 


157 


210 




215 










220 










159 


Leu Leu Arg Asn Leu 


Arg 


Gly 


Glu 


Glu 


Asp 


Ser 


Pro 


Ser 


His 


He 


Lys 


160 


225 


230 










235 










240 


162 


Arg Thr Ser His Glu 


Ser 


Ala 




















163 


245 
























166 


<210> SEQ ID NO: 4 
























167 


<211> LENGTH: 20 
























168 


<212> TYPE: DNA 
























169 


<213> ORGANISM: Homo sapiens 


















171 


<400> SEQUENCE: 4 
























172 


tctaggtcag cccccgaatc 






















175 


<210> SEQ ID NO: 5 
























176 


<211> LENGTH: 22 
























177 


<212> TYPE: DNA 
























178 


<213> ORGANISM: Homo sapiens 


















180 


<400> SEQUENCE: 5 
























181 


cctccaattc ccccttaaac tt 
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VEEiriCATION SUMMAEY DATE: 11/21/2000 

PATENT APPLICATION: US/09/705,500 TIME: 17:22:46 



Input Set : At\Dex-871 .app 

Output Set: N:\CRF3\11212000\l705500.raw 



L:13 M:270 C: Current Application Number differs. Replaced Application Number 
L:14 M:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:85 M:258 W: Mandatory Feature missing, <220> not found for SEQ ID#:2 

L:85 M:258 W: Mandatory Feature missing, <221> not found for SEQ 1D#:2 

L:85 M:258 W: Mandatory Feature missing, <222> not found for SEQ 1D#:2 

L:85 M:258 W: Mandatory Feature missing, <223> not found for SEQ ID#:2 
L:85 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ IDS: 2 

L:86 M:258 W: Mandatory Feature missing, <220> not found for SEQ IDS: 2 

L:86 H:258 W: Mandatory Feature missing, <221> not found for SEQ IDS: 2 

L:86 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID»:2 

,L:86 M:25a W: Mandatory Feature missing, <223> not found for SEQ ID#:2 
M:340 Repeated in SeqNo=2 

L:92 M:258 W: Mandatory Feature missing, <220> not found for SEQ ID#:2 

L:92 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID(f:2 
L:92 M:258 W: Mandatory Feature missing, 
L:92 M:258 W: Mandatory Feature missing, 
L:93 M:258 W: Mandatory Feature missing, 
L:93 M:258 W: Mandatory Feature missing, 
L:93 M:258 W: Mandatory Feature missing, 

L:93 M:-258 W: Mandatory Feature missing, <223> not found for SEQ ID# : 

L:98 M:258 W: Mandatory Feature missing, <220> not found for SEQ IDt: 

L:98 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 

L:98 M:258 W: Mandatory -Feature missing, <222> not found for SEQ ID# : 

L:98 M:258 W: Mandatory Feature missing, <223> not found for SEQ ID« : 

L:99 M:258 W: Mandatory Feature missing, <220> not found for SEQ ID# : 

L:99 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 

"^L:99*M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#: 

L:99 M:258 W: Mandatory Feature missing, <223> not found for SEQ ID#:2 



<222> not found for SEQ IDft:2 

<223> not found for SEQ ID»:2 

<220> not found for SEQ ID#:2 

<221> not found for SEQ ID# 

<222> not found for SEQ IDS 



Jit 
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